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%5095%C). | %R 95%CL. | %S | %l | %R | Number | Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
5.0-14.5 70.5-84.1 8.8(13.1/78.1 160(22- 25 CIP  |Quinolones Ciprofloxacin uc=jlpl i |Escherichia coli
25.5-443 24.3-39.3 36.3(31.3/31.9 160(13- 14 GEN [Aminoglycosides Gentamicin uc=jlpl i | Escherichia coli
23.7-38.5 47.062.3 30.6(14.4|55.0 160(17- 20 LVX |Quinoclones Levofloxacin uc=jlpl i | Escherichia coli
832935 24100 89.3| 5.7 5.0 159|20- 22 MEM |Penems Meropenem uc=jlpl i |Escherichia coli
36186 54.2-77.3 8.724.6|66.7 69(21- 24 TZP |Beta-lactam+Inhibitors |Piperacillin/Tazobactam uc=lpl a8 |Escherichia coli
29.7-45.2 51.7-67.4 37.1| 3.1/58.7 159(20- 22 CRO |Cephems Ceftriaxone uc=lpl vi® | Escherichia coli
285443 [53.868.3 36.3| 1.9/61.9 160(11- 15 SXT |Folate pathway inhibito{Trimethoprim/Sulfamethoxazy uc=yll i [Escherichia coli
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%5 95%C.1. | %R 95%C.1. | %5 | %l | %R |[Number|Breakpoints|Code Antibiotic name gl Fod Organisms
0.0-6.3 85.7-98.2 | 0.0| 5.6/ 944 72(22-25 CIP  |Ciprofloxacin uc=yhy a8 [Klebsiella pneumoniae ss. pneumoni
7.2-24,5  |60.2-81.8 |13.9|13.9| 722 72(13-14 GEN |Gentamicin uc=yhsl i [Klebsiella pneumoniae ss. pneumoni
2.6-16.3  |76.8-93.7 | 7.0| 5.6| 87.3 71|17-20 LVX |Levofloxacin uc=yhsl i [Klebsiella pneumoniae ss. pneumoni
13.8-34.3 |55.3-78.0 |22.5| 9.9| 67.6 71{20- 22 MEM (Meropenem uc=yhyeiS  [Klebsiella pneumoniae ss. pneumoni
0.2-19.1 |72.3-974 | 3.3| 6.7| 90.0 30|121- 24 TZP |Piperacillin/Tazobactam uc=yhyeiS  [Klebsiella pneumoniae ss. pneumoni
3.4-179 |77.1-93.8 | 8.3| 4.2| 875 72(120- 22 CRO |Ceftriaxone uc=yhyeiS  [Klebsiella pneumoniae ss. pneumoni
44-19.8 |78.5-94.7 | 9.9| 14| 88.7 71/11-15 SXT |Trimethoprim/Sulfamethoxazq uc=jslciaf  |Klebsiella pneumoniae ss. pneumoni
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%S 95%C.1. | %R 95%C.1. | %S | %I | %R [Number|Breakpoints|Code|  Antibiotic class Antibiotic name Isolates Organisms
0.3-28.1 59,5-95.8 5.3|10.5(84.2 19(19- 24 CP |Quinolones Ciprofloxacin uc=jh4 i€ | Pseudomonas aeruginosa
7.0-46.1  |435-864 |21.1|10.5|68.4 19(13-14 GEN |Aminoglycosides Gentamicin uc=jh4 i€ | Pseudomonas aeruginosa
42-405  |53.9-93.0 |15.8| 53|789 19|15-11 LVX |Quinolones Levofloxacin ue=j3 =25 | Pseudomonas aeruginosa
21.1-66.0 |34.0-788 (421 0.0(579 19|16-18 MEM |Penems Meropenem ue=j3 =25 | Pseudomonas aeruginosa
0.7-53.3  |35.6955 [125(125|75.0 8{18-11 TIP  |Beta-lactam+inhibitors  |Piperacillin/Tazobactam uc=h3 =25 | Pseudomonas aeruginosa
1.8-34.5 59,5-95.8 | 10,5 5.3|84.2 19(20-22 CRO |Cephems Ceftriaxone uc=h3 =25 | Pseudomonas aeruginosa
03-281  |71.9-99.7 53| 0.0(%.7 19(11-15 SXT |Folate pathway inhibitors Trimethoprim/Sulfamethoxazole uc=jh4 i€ | Pseudomonas aeruginosa
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%5 | %l | %R | Number | Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
0.0(16.7| B3.3 6|16- 20 CIP  |Quinolones Ciprofloxacin uc=)))3l <25 | Acinetobacter baumannii
33.3(33.3|333 6|13-14 GEN |Aminoglycosides Gentamicin uc=)))3l <25 | Acinetobacter baumannii
33.3|16.7|50.0 6|14 - 16 LVX |Quinolones Levofloxacin uc=)))3l <25 | Acinetobacter baumannii
66.7| 0.0]333 6|15-17 MEM |Penems Meropenem uc=yl3l =S | Acinetobacter baumannii
0.0(33.3| 66.7 3|18-20 TZP |Beta-lactam+inhibitors  |Piperacillin/Tazobactam uc=jh3l =S | Acinetobacter baumannii
33.3| 0.0|667 6|14 -20 CRO |Cephems Ceftriaxone uc=jh3l =S | Acinetobacter baumannii
16.7| 0.0|83.3 6|11-15 SXT |Folate pathway inhibitors |Trimethoprim/Sulfamethoxazole uc=jh3l =S | Acinetobacter baumannii
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%5 95%C.). | %RA5%C), | %5 | %l | %R | Number| Breakpoints | Code Antibiotic class Antibiotic name lsolates Organisms
18-331 |66.9-98.2 (10.0{ 0.0] 90.0 20(5>=17  |AMP |Penicillins Ampicillin uc=ly! 8 |Enterococcus sp.
0.9-635 |0.9-635 |16.7|66.7| 16.7 6/14- 16 LVX |Quinolones Levofloxacin uc=yly2! &a8 | Enterococcus sp.
42-405 |59.5-958 |(15.8 0.0| 84.2 19|S»=15 PEN |Penicillins Penicillin G Ue=3l i Enterococcus sp.
0.0-20.0 |80.0-100 | 0.0| 0.0/100.0 20(11-15 SXT |Folate pathway inhibito Trimethoprim/Sulfamethoxazg  uc=yly! .8 |Enterococcus sp.
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95 95%C.), | %ROS%CL | %S | %l | %R |Number | Breakpoints | Code Antibiotic class Antibiotic name lsolates Organisms
00-483 |517-100 |0 |0 |100 |6 14-16  |AMP |Penicillins Ampicillin Uic= 3l &8 |Staphylococcus aureus ss. aureus
30.3-949 |5.1-697 |71 |0 (286 |7 §>=22  [FOX |Cephems Cefoxitin uc= 3l -8 |Staphylococcus aureus ss, aureus
00483 |517-100 |0 |0 (100 |6 §»=29  |PEN |Penicillins Penicillin G Uc= 3l < |Staphylococcus aureus ss. aureus
5.1-69.7 |202-882 |9 |14 5117 11-15  |SXT [Folate pathway inhibitaTrimethoprim/Sulfamethoxazq  uc=y2! .iS |Staphylococcus aureus ss. aureus
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%5 95%(C.1. | %R 95%C.1. | %S | %l | %R [Number|Breakpoints|Code| Antibiotic class Antibiotic name Isolates Organisms
0.0-12.0  |88.0-100 |0.0{0.0|{100.0 36|15- 17 FEP |Cephems Cefepime mb=41,i =28 | Acinetobacter baumann
0.0-11.4 |88.6-100 |0.0{0.0{100.0 38|16- 20 CIP  |Quinolones Ciprofloxacin mb= 44l =.i€|Acinetobacter baumann
0.9-19.5 |70.4-94.9 |5.4(8.1 86.5 37|113- 14 GEN |Aminoglycosides  |Gentamicin mb=41)i =38 | Acinetobacter baumann
0.0-11.4 |(88.6-100 |0.0{0.0{100.0 38(14- 16 LVX |Quinolones Levofloxacin mb=4!)i =28 | Acinetobacter baumann
0.0-11.7 |88.3-100 |0.0{0.0|{100.0 37|115-17 MEM |Penems Meropenem mb= 44l =.28|Acinetobacter baumann
0.0-229 |77.1-100 |0.0(0.0|100.0 17(18- 20 TZP |Beta-lactam+InhibitoyPiperacillin/Tazobactam |  mb= 44l c4 | Acinetobacter baumann
0.0-11.4 |88.6-100 |0.0{0.0{100.0 318|14- 20 CRO |Cephems Ceftriaxone mb=4!)i =28 | Acinetobacter baumann
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%S 95%C.1.|%R 95%C.L| %S (%I | %R Number Breakpoints|Code| Antibiotic name digal Fgb Organisms
0.0-18.5 75.1-99.8| 0.0/4.5( 95.5 22|19-24 FEP Cefepime mb= 431 228 | Klebsiella pneumoniae ss. pneumoniae
0.0-17.8 82.2-100( 0.0(0.0| 100.0 23|22-25 P Ciprofloxacin mb= 41y =i | Klebsiella pneumoniae ss. pneumoniae
6.0-41.0 49.6-88.4|18.2(9.1| 727 22(13-14 GEN Gentamicin mb= 41y =i | Klebsiella pneumoniae ss. pneumoniae
0.0-17.8 76.0-99.8| 0.0|4.3( 95.7 23|17-20 LVX Levofloxacin mb= 4l =28 |Klebsiella pneumoniae ss. pneumoniae
0.2-24.0 70.5-985| 4.3|4.3( 91.3 23|20-22 MEM Meropenem mb= 4l =28 |Klebsiella pneumoniae ss. pneumoniae
0.0-321 67.9-100( 0.0(0.0| 100.0 11/21-24 TZP Piperacillin/Tazobactam mb= 4315 =28 |Klebsiella pneumoniae ss. pneumoniae
0.0-17.8 76.0-99.8| 0.0(4.3( 95.7 23(20-22 CRO Ceftriaxone mb= &1 228 | Klebsiella pneumoniae ss. pneumoniae
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%5 95%C.). | %R95%C.. | %5 | %l [ %R | Number | Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
2.2-39.6| 60.4-97.8|125|0.0| 875 16 15-17| FEP Cephems Cefepime mb= 43l 28| Pseudomonas aeruginosa
0.3-30.8| 69.2-99.7| 5.9|0.0| 941 17 19-24| CIP Quinolones Ciprofloxacin mb= 43l 28| Pseudomonas aeruginosa
0.0-229| 69.2-99.7| 0.0/5.9| 94.1 17 13-14| GEN Aminoglycosides Gentamicin mb= 430 2| Pseudomonas aeruginosa
0.3-30.8| 62.3-97.9| 5.9(5.9| 88.2 17 15-21| LVX Quinolones Levofloxacin mb=dily i  Pseudomonas aeruginosa
0.3-30.8| 69.2-99.7| 5.9|0.0| 941 17 16- 18| MEM Penems Meropenem mb= il <i8|  Pseudomonas aeruginosa
0.0-40.2 59.8-100| 0.0|0.0(100.0 B 18-21| TZP| Betalactam#inhibitors| Piperacillin/Tazobactam mb=4dl 28| Pseudomonas aeruginosa
0.0-24.1 75.9-100| 0.0| 0.0( 100.0 16 20-22| CRO Cephems Ceftriaxone mb= 43l e8| Pseudomonas aeruginosa
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%595%C). | %R95%CL | %5 | %l | %R |Number| Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
39.6-100 |0.0-60.4 |100.0| 0.0/ 0.0 45=22 FOX |Cephems Cefoxitin mb=dl, 8| Staphylococcus aureus ss. aureus
0.0-945 |5.5-100 0.0| 0.0/100.0 1(16-20 CIP  |Quinolones Ciprofloxacin mb=dilyi =.&8 | Staphylococcus aureus ss. aureus
0.0-945 |5.5-100 0.0| 0.0/100.0 1/13-14 GEN [Aminoglycosides Gentamicin mb=dil,3 =28 | Staphylococcus aureus ss. aureus
55-100 |0.0-94.5 |100.0| 0.0/ 0.0 1/16-18 LVX |Quinolones Levofloxacin mb=dil,3 =28 | Staphylococcus aureus ss. aureus
0.0-69.0 |31.0-100 0.0| 0.0/100.0 3|5>=29 PEN |Penicillins Penicillin G mb=di!;i i€ Staphylococcus aureus ss. aureus
13-78.1 |1.3-78.1 25.0/50.0| 25.0 4/15-20 CLl  |Lincosamides Clindamycin mhb=4zl,3 =28 | Staphylococcus aureus ss. aureus
9.2-90.8 |1.3-78.1 50.0{25.0{ 25.0 411-15 SXT |Folate pathway inhibito Trimethoprim/Sulfamethoxaz¢  mhb=dilyi =.2€|Staphylococcus aureus ss. aureus
0.0-60.4 |39.6-100 0.0 0.0|100.0 4/15- 16 VIO |Antimycobacterials  [Viomycin mb=d.!;i &£ Staphylococcus aureus ss. aureus
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%5 95%C.1. | %R 95%C.1. | %S | %l | %R |Number|Breakpoints|Code Antibiotic name Isolates Organisms
0.0-43.9 |42.0-99.2 | 0.0{14.3| 85.7 7/119-24 FEP |Cefepime bl=g4> .5 |Klebsiella pneumoniae ss. pneumoniae
0.0-40.2 |59.8-100 | 0.0 0.0(100.0 8/22-25 CIP |Ciprofloxacin bl=g4> .5 |Klebsiella pneumoniae ss. pneumoniae
0.0-40.2 |46.7-99.3 | 0.0{12.5| 87.5 8/13-14 GEN |Gentamicin bl=(33 =28 |Klebsiella pneumoniae ss. pneumoniae
0.0-40.2 |46.7-99.3 | 0.0{12.5| 87.5 8/17-20 LVX |Levofloxacin bl=(33 =28 |Klebsiella pneumoniae ss. pneumoniae
0.7-53.3  |46.7-99.3 |12.5| 0.0| 87.5 8/20-22 MEM |Meropenem bl=g4> .5 |Klebsiella pneumoniae ss. pneumoniae
0.0-60.4 |39.6-100 | 0.0 0.0100.0 421-24 TZP |Piperacillin/Tazobactam bl=g4> .5 |Klebsiella pneumoniae ss. pneumoniae
0.7-53.3 |46.7-99.3 |125| 0.0| 87.5 8/20-22 CRO |Ceftriaxone bl=(33 =28 |Klebsiella pneumoniae ss. pneumoniae
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%5 | %l | %R |Number|Breakpoints|Code | Antibiotic class |Antibiotic name Isolates Organisms
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%05 95%C.). | %R 95%C.). | %5 | %l | %R | Number | Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
12.5-98.2 (1.3-87.5 |66.7| 0.0{33.3 3(15-17 FEP |Cephems Cefepime bl= {3 48| Pseudomonas aeruginos:
1.8-87.5 [1.8-87.5 (33.3(33.3|1333 3]19-24 CIP  |Quinclones Ciprofloxacin bl= o3 =45 | Pseudomonas aeruginos:
12.5-98.2 |(1.8-87.5 |66.7| 0.0{33.3 3]13-14 GEN |Aminoglycosides  |Gentamicin bl= gs3 =8| Pseudomonas aeruginos:
1.8-87.5 [1.8-87.5 (33.3(33.3|1333 3]15-21 LVX |Quinclones Levofloxacin bl= o3 =45 | Pseudomonas aeruginos:
12.5-98.2 |(1.8-87.5 |66.7| 0.0{33.3 3(16-18 MEM |Penems Meropenem bl= gs3 =8| Pseudomonas aeruginos:
0.0-80.2 |2.7-97.3 0.0{50.0|50.0 2]118-21 TZP |Beta-lactam+InhibitofPiperacillin/Tazobacta  bl= 3> =28 |Pseudomonas aeruginos:
0.0-69.0 |12.5-98.2 | 0.0|33.3(66.7 3(20-22 CRO |Cephems Ceftriaxone bl= gs3 =8| Pseudomonas aeruginos:
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%5 095%C.). | %RO95%C.). | %S | %l | %R | Number| Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
4.5-64.4 25.0-80.8 250|125 62.5 g(10-24 FEP |Cephems Cefepime h|:ﬂjj'c_i£ Escherichia coli
0.0-40.2  |46.7-99.3 0.0|12.5| 875 8(22-25 CIP |Quinolones Ciprofloxacin bl=0g3 iS | Escherichia coli
0.7-53.3  |46.7-99.3 12.5| 0.0| 87.5 8(13-14 GEN |Aminoglycosides Gentamicin bl=0g3 5| Escherichia coli
4.5-64.4 3L.6-95.5 25.0| 0.0 75.0 8|17-20 VX |Quinolones Levofloxacin bl=0s3 =8| Escherichia coli
35.6-95.5 |0.0-40.2 75.0(25.0, 0.0 8(20-22 MEM |Penems Meropenem bl={g3 =S | Escherichia coli
0.0-69.0  (31.0-100 0.0| 0.0|100.0 3(21-24 TZP |Beta-lactam+Inhibitol Piperacillin/Tazobactam bl=0g3 <25 | Escherichia coli
10.2-74.1 |25.9-39.8 37.5| 0.0 825 8(20- 22 CRO (Cephems Ceftriaxone hlq’}ji-t_'.iﬁ' Escherichia coli
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%5 95%C.1. | %R 95%C.1. | %5 | %I | %R [Number|Breakpoints|Code|  Antibiotic class Antibiotic name Isolates Organisms

27973 |27-97.3 |50.0| 0.0| 50.0 2|5>=22 FOX |Cephems Cefoxitin bl=3s3 .8 Staphylococcus aureus ss. aureus
0.0-80.2 |2.7-973 0.0(50.0| 50.0 2|16-20 CIP |Quinolones Ciprofloxacin bl={g> =25 | Staphylococcus aureus ss. aureus
27973 |0.0-80.2 |50.0/50.0( 0.0 213-14 GEN |Aminoglycosides Gentamicin bl=533 .48 Staphylococcus aureus ss. aureus
27973 |27973 |50.0| 0.0 50.0 2|16- 18 LVX |Quinolones Levofloxacin bl=y33 .28 Staphylococcus aureus ss. aureus
27973 |27973 [50.0| 0.0 50.0 2|15-20 CU |Lincosamides Clindamycin bl=3s3> .8 Staphylococcus aureus ss. aureus
2.7-97.3 |27-97.3 |50.0| 0.0 50.0 2|11-15 SXT |Folate pathway inhibita Trimethoprim/Sulfamethoxazq  bl=0s3 =.iS | Staphylococcus aureus ss. aureus
0.0-80.2 |19.8-100 | 0.0, 0.0/100.0 2|15-16 VIO |Antimycobacterials  |Viomycin bl=3s3 <. Staphylococcus aureus ss. aureus
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%5 95%C.). | %RO5%CL | %S | %l | %R |Number| Breakpoints | Code Antibiotic class Antibiotic name Isolates Organisms
0.0-53.7  |46.3-100 0.0| 0.0{100.0 5(19-24 FEP |Cephems Cefepime wd=e3-) =28 |Klebsiella pneumoniae ss. pneumoni
0.0-53.7 |46.3-100 | 0.0| 0.0|100.0 5(22-25 CIP  |Quinolones Ciprofloxacin wd= 3 &S| Klebsiella pneumoniae ss. pneumoni
7.3-83.0 |17.0-92.7 |40.0| 0.0 60.0 5(13-14 GEN |Aminoglycosides  |Gentamicin wd= a3+) =55 |Klebsiella pneumoniae ss. pneumoni
0.0-53.7 |46.3-100 | 0.0| 0.0|100.0 5(17-20 LvX |Quinolones Levofloxacin wd= e+) =.iS | Klebsiella pneumoniae ss. pneumoni
7.3-83.0 |1.1-70.1  |40.040.0| 20.0 5(20- 22 MEM |Penems Meropenem wd=e3-) =28 |Klebsiella pneumoniae ss. pneumoni
0.0-80.2  |19.8-100 0.0| 0.0{100.0 2(21-24 TZP |Beta-lactam+InhibitolPiperacillin/Tazobactal  wd= 3 =28 |Klebsiella pneumoniae ss. pneumoni
0.0-60.4 |39.6-100 | 0.0| 0.0|100.0 4|120- 22 CRO |Cephems Ceftriaxone wd= a3-) 2.iS | Klebsiella pneumoniae ss. pneumoni
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%05 95%C.1. | %R 95%C.1. | %S | %l | %R [Number|Breakpoints|Code| Antibiotic class Antibiotic name Isolates Organisms
J.0-53.7  |46.3-100 0.0| 0.0{100.0 5/15-17 FEP |Cephems Cefepime wid=p3) =8 | Acinetobacter baumann
1.0-53.7 46.3-100 0.0 0.0{100.0 5|16- 20 CIP  |Quinolones Ciprofloxacin wd:fijc_ﬂﬁ' Acinetobacter baumann
J.0-53.7  |46.3-100 0.0| 0.0{100.0 5/13-14 GEN |Aminoglycosides Gentamicin wid=p3) =8 | Acinetobacter baumann
1.0-53.7 46.3-100 0.0 0.0{100.0 5/14- 16 LvX |Quinolones Levofloxacin wdzpijc.dﬁ' Acinetobacter baumann
7.3-83.0 |17.0-92.7 |40.0/ 0.0| 60.0 5(15-17 MEM |Penems Meropenem wid=p3) =8 | Acinetobacter baumann
1.0-80.2 2.7-97.3 0.0|50.0( 50.0 2|18- 20 TZP |Beta-lactam+InhibitoyPiperacillin/Tazobactay| wdzpijc.dﬁ' Acinetobacter baumann
1.0-60.4  |39.6-100 0.0] 0.0{100.0 4/14-20 CRO |Cephems Ceftriaxone wid=p3) =8 | Acinetobacter baumann
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%595%CL | %RO5%CL | %S | %! | %R | Number | Breakpoints | Code Antibiotic class Antibiotic name Code Isalates Organisms
17.0-92.7 (7.3-83.0 |60.0| 0.0/40.0 5(15-17 FEP |Cephems Cefepime FEP_ND30 wdzpijc-&f Pseudomonas aeruginos:
7.3-83.0 |17.0-92.7 |(40.0| 0.0/60.0 5(19-24 CIP |Quinolones Ciprofloxacin CIP_ND5 wi= a3 48 |Pseudomonas aeruginos:
11-701 |11-701  [20.0{60.020.0 5(13-14 GEN |Aminoglycosides  |Gentamicin GEN_ND10 |  wd=p3) S |Pseudomonas aeruginos:
7.3-83.0 |17.0-927 |(40.0| 0.0/60.0 515-21 LVX |Quinolones Levofloxacin LVX_ND5 wd= a3 48 |Pseudomonas aeruginos:
209939 (1.1-70.1 |80.0| 0.0/20.0 5/16- 18 MEM |Penems Meropenem MEM_ND10 wdzpijcﬂ Pseudomonas aeruginos:
0.0-80.2 (27973 | 0.0/50.0{50.0 2(18-11 TZP |Beta-lactam+InhibitoiPiperacillin/TazobactaiTZP_ND100|  wd= a3 =S |Pseudomonas aeruginos:
0.0-53.7 (29.9-98.9 | 0.0/20.0(80.0 5(20-22 CRO |Cephems Ceftriaxone CRO_ND30 wd= a3 =48 | Pseudomonas aeruginos:
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%5 95%C.1. | %R 95%C.1. | %5 | %l | %R [Number|Breakpoints|Code|  Antibiotic class Antibiotic name Isolates Organisms

0.0-945  (5.5-100 0.0| 0.0{100.0 1/14- 16 AMP |Penicillins Ampicillin wi=p3-j =i | Staphylococcus aureus ss. aureus
21.9-98.7 |13-78.1 (75.0| 0.0, 25.0 4|5=22 FOX |Cephems Cefoxitin wi=p3-j =i | Staphylococcus aureus ss. aureus
0.0-53.7 (17.0-92.7 | 0.0/40.0] 60.0 5/16- 20 CIP  |Quinolones Ciprofloxacin wi=p3-j =i | Staphylococcus aureus ss. aureus
18875 |L8-875 (33.3(333 333 313-14 GEN |Aminoglycosides Gentamicin wi=p3-j =i | Staphylococcus aureus ss. aureus
7.3-83.0 |17.092.7 |40.0/ 0.0 60.0 5/16-18 LVX |Quinolones Levofloxacin wi=p3) =i | Staphylococeus aureus ss. aureus
0.0-80.2 |19.8-100 | 0.0 0.0{100.0 25>=29 PEN |Penicillins Penicillin G wi=p3 =i | Staphylococcus aureus ss. aureus
13781 |13-781 |25.050.0{ 25.0 4/15-20 CLl  (Lincosamides Clindamycin wi=p3 =i | Staphylococcus aureus ss. aureus
11-701 |17.0-92.7 |20.0/20.0/ 60.0 5/11-15 SXT |Folate pathway inhibito Trimethoprim/Sulfamethoxazg wi=p3 =i | Staphylococcus aureus ss. aureus
0.0-53.7 |29.9-98.9 | 0.0/20.0{ 80.0 5/15-16 VIO |(Antimycobacterials  |Viomycin wi=p3 =i | Staphylococcus aureus ss. aureus
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%5 95%C.1. | %R 95%C.1. | %? | %S |%I| %R |Number|Breakpoints|Code|  Antibioticclass Antibiotic name Isolates Organisms
0.0-80.2  |19.8-100 0.0{0.0{100.0 2(14-17 AMC |Beta-lactam+Inhibitors |Amoxicillin/Clavulanic acid wd=p3) i | Enterococcus sp.
27973 (27973 50.0/0.0 50.0 2[5>=15 PEN |Penicillins Penicillin G wi=p3-) CiS | Enterococcus sp.
0.0-945  |5.5-100 0.0{0.0{100.0 1/15-20 CU  |Lincosamides Clindamycin wi=p-) a8 | Enterococcus sp.
0.0-80.2 |19.8-100 0.0/0.0{100.0 2/111-15 SXT |Folate pathway inhibitqTrimethoprim/Sulfamethoxaz ~ wd=p3j 8 |Enterococcus sp.
0.0-80.2 |0.0-80.2 (100.0| 0.0(0.0] 0.0 2|(None) VIO |Antimycobacterials  |Viomycin wd=p3) =48 | Enterococcus sp.
ey 23§ Cal€ 0 S g8l Sign 5 Cua i
V¥ ¥

1200 1000 100.0 100.0

100.0

0.0

500 50.0

400

200 0.0

0.0
o 6 0 @ S
& NI & \‘1“} &
¢ & & § 4°
& ¢ § &
.\{_} K
o &
£ '\




APyl 99.0Lb o plof oyliaw yhows oo 31 4 Il sl Sl S’ 4909 Suignt (! Cunglio

%05 95%C.1. | %R 95%C.1. | %S | %I | %R |Number|Breakpoints|Code| Antibioticclass Antibiotic name Isolates Organisms
0.7-53.3  |35.6-95.5 (125|125 75.0 8(19-24 FEP |Cephems Cefepime wid=p3j a8 |Escherichia coli
0.0-43.9 |42.0-99.2 | 0.0{14.3| 85.7 7\22-25 CIP  |Quinolones Ciprofloxacin wd=p2) oiS | Escherichia coli
0.0-40.2 |17.4-82.6 | 0.0{50.0( 50.0 313-14 GEN |Aminoglycosides Gentamicin wd=p3) viS | Escherichia coli
0.7-53.3  |35.6-95.5 [12.5/12.5| 75.0 817- 20 LVX |Quinolones Levofloxacin wd=p3) <iS | Escherichia coli
25.0-830.8 (10.2-74.1 |62.5| 0.0 37.5 3|20-22 MEM |Penems Meropenem wdzpij-.:.-ﬁni' Escherichia coli
0.0-80.2  |19.8-100 0.0( 0.0(100.0 2|21-24 TZP |Beta-lactam+inhibitodPiperacillin/Tazobactal wd=p3) oiS | Escherichia coli
0.7-53.3  [46.7-99.3 |12.5| 0.0| 87.5 8|20- 22 CRO |Cephems Ceftriaxone wd=p3) viS | Escherichia coli
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